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--]i?wist Alliance Long Read PGx Panel

~99% of adults have an actionable PGx
variant (US, UK Biobank studies)

~50% of US adults are prescribed a drug for
which there are CPIC guidelines

> 100K adverse drug reactions per year in
the US costing >$30B
Panel design

49 genes - 2 Mb target region
39 full-length genes enable phasing
Includes all 20 genes with CPIC guidelines

Pairs with the Mitochondrial Panel
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CYP1A2*
CYP2B6*

CYP2C19

CYP2C8
CYP2C9
CYP2D6
CYP3A4
CYP3A5
CYP4F2

HLA-A
HLA-B
HLA-DQA1
HLA-DRB1

*Bold denotes
full-gene coverage
+*Underline denotes
inclusion in a CPIC

guideline

ABCB1
ABCG2
ADD1
ADRA2A
ANKK1
APOLA1
BCHE
CACNA1S
CFTR
COMT
CTBP2P2
DPYD
DRD2
F2
F5
G6PD
GBA
GRIK4
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Count (1000 reads)
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Panel performance in 24-plex of 2 Mb panel

HiFi yield per SMRT Cell | 20.11 Gb
Mean Read Length 5.3 kb
off-target Mean reads per sample 149,749
unique: Mean target coverage 190-fold
50% Target bases > 20-fold 96%
unique Fold enrichment 784-fold
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https://www.pacb.com/connect/datasets/
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Gene

NA18564
NA18552
NA18540
NA18509
NA18519
HG00276
NA07357
NA07019

NA18518 |

NA19239
HG01190
NA18868
NA19109
NA10831
NA19226
NA19147
NA19174
NA19122
NA19207
NA11832
NA18484
HG002

NA07348
NA18855
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Example coverage for SLC6A4
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SLC6A4

Full gene
coverage
+
Sample
uniformity

chr17: 30,192,000 - 30,236,000 (42 kb)



